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Education 
1993-1998 University of Pennsylvania, Ph. D. in Biophysics 
 Thesis: “Heme-Heme and Heme-Protein Interactions Inside De Novo Design Four Helix 

Bundles.” Advisor: Prof. P. Leslie Dutton 
1990-1993  University of Minnesota, Minneapolis, MN, B. Sc. in Physics summa cum laude 
1989-1990  Moscow Institute of Physics and Technology, Department of General and Applied 

Physics 
 
Academic positions 
2018- present Chair, Department of Biological Chemistry 
2012-present Associate Professor with tenure, Hebrew University of Jerusalem, Jerusalem, Israel 
2004-2012* Assistant Professor, Hebrew University of Jerusalem, Jerusalem, Israel 
1998-2004 Postdoctoral Associate, California Institute of Technology, Pasadena, CA 
  Advisor: Prof. S. L. Mayo 
*Maternity leaves were taken in 2006, 2008, and 2012.  
 
Visiting positions 
2021-2022 Visiting faculty, UCSF, San Francisco, USA 
2013-2014 Visiting Faculty, EMBL, Hamburg, Germany 
2011-2012 Visiting Faculty, the Donnelly Center for Cellular and Biomolecular Research, 

University of Toronto. Associated with labs of Sachdev Sidhu and Philip Kim. 
2003 Visiting Scientist, Weizmann Institute of Science 
 
 
Teaching Experience 
2016-2017, 2019  mini course for M. Sc. and Ph. D. students ‘Protein Design and Evolution” was 

taught at University of Granada (2016) and University of Vienna (2017) through the 
Erasmus staff motility program 

2006-present “Protein Design and Evolution”, graduate course 
 
2007-present “Principles of Protein Folding”-  graduate course 
 
2018- present Biochemistry of the Cell, - 2nd year undergraduate course 
 
2010-2011 “The Art of Scientific Presentation”-  graduate course 
 
2005-2006 “Introduction to Protein World: Sequence, Structure, Function”-undergraduate course 
 
Editorial Activities 
2020-present Editorial Board, Protein Engineering, Design, and Selection (PEDS) 



2016 Section Editor in Current Opinions in Structural Biology for the August 2017 issue 
”Protein Engineering and Design”  

 
Services at Hebrew University 
2018-present  Chair, Department of Biological Chemistry 
2005-2015 Organizer of all-Israeli forum in Protein Engineering  
2005-2007 Organizer of a departmental seminar in Biochemistry 
2005-present   Served as a member at various Ph. D. and M. Sc. thesis committees in Hebrew 

University and other Israeli Universities 
 
 
 
Organization of international meetings 
2021-2022 Organizer of the ISF workshop: Advances in Protein design: from therapeutic proteins 

to synthetic biology, Oct. 23-27, 2022, Upper Galilee, Israel 
 
2018 Scientific Advisor, Protein Design and Engineering meeting, Frankfurt, Germany, 

October 2018 
2016-2017 Co-chair of the 4th International Conference on Protein-Protein Interactions, December 

3-7th, 2017. Eilat, Israel;  
2015 Organizer of International Advanced School in Computational and Structural Biology 

for graduate students and postdocs, Israel Institute of Advanced Studies, Jerusalem, 
January 10-14, 2016. Among our lecturers were three Nobel Laureates: Roger 
Kornberg, Michael Levitt, and Ada Yonath. More then 100 students attended including 
more than 30 from abroad. 

 
2013-2015 Advisory Committee, GCTBio annual conference on Protein-Protein interactions (San 

Diego/Boston) 
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