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Focus Areas: Systems Biology and Systems Medicie      

   

Professional Positions:         

2008-present   Full Professor, Molecular Cell Biology, Weizmann  Institute 

of Science 

2004-2008 Associate Professor, Molecular Cell Biology, Weizmann 

Institue of Science 

2000-2004       Senior Scientist, Molecular Cell Biology, Dept. Physics of 

Complex Systems, Weizmann Institue of Science                                                       

2008-2010 Visiting Professor, Systems Biology, Harvard Medical School 

2021-2022       Visiting Professor, Bioengineering, Stanford 

 

Education: 

1997-1999 Post-Doctoral Fellow with S. Leibler  

Dept. Molecular Biology,  Princeton University 

1992-1996       Ph.D., Physics, Weizmann Institute of Science                      

1989-1992 M.Sc., Physics, Hebrew University of Jerusalem  

1986-1989  B.Sc., Physics and Mathematics, Hebrew University of 

Jerusalem  

 

Research Interests:  

Design principles of biological circuits. Physics of biological systems. Hormone 

circuits, systems immunology, fibrosis, aging. 

 

Awards and Fellowships:  

1996 - Wolf Foundation Ph.D. Prize, Weizmann Institute of Science 

1996 - Rothchild postdoctoral fellowship 

1997/8 - Markee Fellowship, Princeton University 

1999 - Alon Fellowship, Weizmann Institute of Science 

2000 - Moore Fellowship, Caltech 

2001 - EMBO Young Investigator Award 

2001 - Carl and Frances Korn Career Development Chair in the Life Sciences 
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2003 - Minerva Junior Research Group on BiologicaComputation 

2003 - Levinson award, Weizmann Scientific Council 

2003 - IBM Faculty award 

2004 - Overton Prize, International Society for Computational Biology 

2005 - Teva Founders Prize for Biomedical Research 

2007 - Elected, EMBO member 

2009 - Radcliff Fellowship 

2009 - Michael Bruno Memorial Award 

2014 - Nakasone Award for Breakthrough in Life Science 

2017- Jacques Solvay Chair in Physics 

2021- Elected, Israeli Academy of Science  

 

Service (selected)  

Weizmann Senior Scientist Appointments and Promotions Committee 

Life Sciences Senior Scientist Appointments and Promotions Committee 

Weizmann Institute Thesis committee 

Presidents Committee for Gender Equity  

Editorial board: Cell, Cell Systems, Current Opinions Systems Biology, Quantitaive 

Biology. 

 

Diversity, Equity and Inclusion: 

2011-2023 Facilitator of interactive 2-day workshops on leadership and communication 

skills with emphasis on DEI for new PIs, female graduate students and deans at multiple 

Israeli universities.  

 

2017, 2023 Facilitator of gender equity workshops for senior university leadership. 

 

Training- completed 

PhD students (current positon) 

Liron Rozenkrantz (Assistant professor, Bar Ilan medical school)  

Yael Korem Kohanim (Postdoc, Yale) 

Omer Karin (Assistant professor, Imperial College UK) 

Nitzan Rosenfeld (Senior Group Leader, Cancer research UK Cambridge) 

Ron Milo (Professor, Weizmann Institute) 

Shalev Itzkovitz (Professor, Weizmann Institute) 

Alon Zaslaver (Professor, Hebrew University) 

Alex Sigal (Max Planck Group Leader, Kwazulu-Natal Research Institute) 

Shai Kaplan (Co-Founder, Scirobotics) 

Nadav Kashtan (Professor, Hebrew University) 

Shiraz Kalir (Yisum) 



Ariel Cohen (BioMX) 

Guy Shinar (Founder, Javelin Medical)  

Eran Eden (Co-founder and CEO, MeMed) 

Oren Shoval (Co-founder, Via)  

Hila Sheftel (Via) 

Anat Tzimmer (Postdoc, Institute for Systems Biology, Seattle) 

Pablo Szekely (Postdoc, Duke) 

 

Postdocs (current position) 

Galit Lahav (Professor, head of dept. of systems biology, Harvard Medical School) 

Tomer Kalisky (Associate Professor, Bar Ilan University)  

Milana Morgenstern (Senior Lecturer, Bar-Ilan University) 

Naama Geva Zatorsky (Assistant Professor, Technion) 

Tamar Friedlander (Assistant professor, Hebrew University) 

Yuval Hart (Associate professor, Hebrew University) 

Miri Adler (Postdoc, Yale) 

Jean Hausser (Assistant professor, Karolinska)  

Nir Drayman (Assistant professor, UC Irvine) 

Benjamin Towbin (Assistant Professor, University of Bern) 

 

For current trainees, see http://mcb/UriAlon 

 

Teaching: 

2004-2019 Developed, taught and wrote widely-used textbook, Systems Biology 

2020-present Developed, taught and wrote upcoming textbook, Systems Medicine 

 

Books: 

An Introduction to Systems Biology, CRC Press, 2006 

2nd edition, An Introduction to Systems Biology, CRC Press, 2019 

Systems Medicine, Taylor and Francis, to appear 2023 
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of percolation thresholds in anisotropic systems of permeable objects. Physical 
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http://mcb/UriAlon


4. Alon, Uri, Shvarts, D., & Mukamel, D. (1993). Scale-invariant regime in 
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Physical Review Letters, 74(4), 534. 
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shaped DNA. Physical Review E, 55(2), 1783. 
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Letters, 80(8), 1654. 
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ablation front mixing zone evolution in inertial confinement fusion. Physics of 
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(2000). Generation of oscillations by the p53-Mdm2 feedback loop: a 

theoretical and experimental study. Proceedings of the National Academy of 

Sciences, 97(21), 11250–11255. 
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signal transduction networks. Comptes Rendus De l’Académie Des Sciences-
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Transcriptional gene expression profiles of colorectal adenoma, 
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